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Download NAMD:

NAMD is a parallel, object-oriented molecular dynamics code designed for high-performance simulation of lar

package VMD. Visit the NAMD website for complete information and decumentation.

Selecting an archive below will lead te a user registration and login page. Your download will continue after yc

Version Nightly Build (2017-06-14) Platforms:

Linux-x86_64-multicore (64-bit Intel/AMD single node)
Linux-x86_64-multicore-CUDA (NVIDIA CUDA acceleration)
Source Code

Version 2.12 (2016-12-22) Platforms:

Linux-x86_64-multicore (64-bit Intel/AMD single node)
Linux-x86_64 (64-bit Intel/AMD with ethernet)
Linux-x86_64-TCP (TCP may be better on gigabit)

Linux-x86_64-ibverbs (InfiniBand via OpenFabrics OFED, not for Omni-Path, no MPI needed)

Linux-x86_64-ibverbs-smp (InfiniBand plus shared memory, no MFI needed)
Linux-x86_64-multicore-CUDA (NVIDIA CUDA acceleration)
Linux-x86_64-ibverbs-smp-CUDA (NVIDIA CUDA with InfiniBand)
Linux-x86_64-netirts (Multi-copy algorithms)

Linux-x86_64-verbs (Multi-copy algorithms on InfiniBand)
Linux-x86_64-verbs-smp (Multi-copy algorithms on InfiniBand)
Linux-x86_64-verbs-smp-CUDA (Multi-copy algorithms on InfiniBand)
Linux-KNL-multicore (Intel Xeon Phi KNL processor single node)
MacOSX-x86_64 (Mac QS X for B4-bit Intel processors)
MacOSX-x86_64-CUDA (NVIDIA CUDA acggleration)

Win32 (Windows XP, etc.)
Win64 (Windows 7, 8, 10, etc )
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You may avoid logins for 6 months by saving a cookie on your browser: | Save Cookie

b GPU Compuring To download this software you must agree to abide by the terms of the following license:
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Brownian Dynamics NAMD Molecular Dynamics Zoftwaredbr?
Non-Exclusive, Non-Cannercial Use Licensed/h3»
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ke Upan execution of this dzreement by the party identified below ["Licensee™,
» Other The Board of Trustees of the University of Illinois ("Il linais™), on hehalf
— of The Theoretical Biophysics Group ("TBG™) in the Beckman Institute, will

provide the NAMD molecular dynamics software ("MAMD™) in Executable Code

and/or Source Code form (“Software™) to Licensee, subject to the faollawing

terms and conditions. For purposes of this Agreement , Executable Code is the

compiled code. which is ready to run on Licensee’s computer. Source code

consists of a set of files which contain the actual program commands that are

conpiled to form the Executable Code. h
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